Attorney's Docket No. 35718/234631(5718-139) 



PATENT 



IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



In re: Bao et al. Confirmation No.: 

Appl. No.: Not Assigned 

Filed: Concurrently Herewith 

For: SCLEROTINIA-INDUCIBLE GENES AND PROMOTERS AND THEIR USES 



STATEMENT IN SUPPORT OF FILING A 
SEQUENCE LISTING UNDER 37 CFR $ 1.821(f) 



Commissioner for Patents 
Washington, DC 20231 

Sir: 

I hereby state that the content of the paper and computer readable copies of the Sequence 
Listing, submitted concurrently herewith in accordance with 37 CFR § 1 .821(c) and (e), are the 



same. 



Respectfully submitted, 




Kathryn L. Coulter 
Agent for Applicant 
Registration No. 45,889 



Customer No. 00826 
Alston & Bird LLP 

Bank of America Plaza 



"Express Mail" Mailing Label Number EL868637248US 
Date of Deposit: August 7, 2001 



101 South Tryon Street, Suite 4000 
Charlotte, NC 28280-4000 



I hereby certify that this paper or fee is being deposited with the United 
States Postal Service "Express Mail Post Office to Addressee" service 
under 37 CFR 1.10 on the date indicated above and is addressed to Box 
Patent Application, Commissioner for Patents, Washington, DC 2023 1 . 



Tel Raleigh Office (919) 862-2200 
Fax Raleigh Office (919) 862-2260 




RTA01 2101 149vl 



SEQUENCE LISTING 

•:llr> Bao, Zhongmeng 
Lu, Guihua 

■:120'* Sc lerot mia-indu oible Genes and 
Promoters arid Their Uses 

Vi • 35713/2 34 631 

<:130.- US 60/224 , 603 
1 5 1 -* 2000-0:— 11 

vlO"i ■ 0 

*-:17m ■> LastSEQ for Windows Version 4.0 

<2i0> 1 

<:2I1> 1271 

<2l?> PNA 

- : 2 1 3 ■* : 1 e 1 i a n t h u s a nn u u s 



^'221 > GD3 

<-222> (1) ... (1114) 

<4 00-' ; 

,iO: aaa roc r.: aaa get. cct ate ttt ctt ott gtg ata tto agt ctt 4 3 

Met. Glu ?he Leu Lys Ala Pro Tnr Leu Leu Leu Val lie Phe Ser Leu 

1 5 10 15 

goo att tgt agt cct ata age gec :a3 aa: aaa ggg ggt tat tgg cct 06 

Ala Tie Cys Ser Pro lie Ser Ala Gin Asn Lys Gly Gly Tyr Trp Pro 

20 2 5 3D 

tea tgg gee caa gat ctt ttg cca cca to: aat att :aa acc gcg tat 144 

Ser Trp Ala Gin Asp Phe Leu Pro ?r: Ser Asn He Gin Tnr Ala Tyr 

35 * 4 0 4 5 

etc act oat gtt tat tat get ttt etc tec cct aao aat gtc aca ttc 102 

Phe Thr His Val Tyr Tyr Ala Pne Leu Ser Pro Asn Asn Val Thr Phe 

5 ■' i 5 5 6 J 

c-ia ttc gac gtc cac egg aca act go? cct gcg etc aat age ttc aac 240 

G.r; Phe Asp Val His Arg Thr Thr Al= Ser Ala Leu Asn Ser Phe Asn 

m5 7 0 7 5 3 0 

acc gec ctt cac gga aag aat cca ceo gtc aag acg ttg ttt tec ate 2£3 

Thr Ala Leu His Gly Lys Asn Pro ?r: Val Lys Thr Leu Phe Ser He 

3 5 90 95 

ggt ggt ggc teg get ggo gta aaa zaa etc ttt tec aag ttg gec teg 336 

Gly Gly Gly Ser Ala Gly Val Lys Gin Leu Phe Ser Lys Leu Ala Ser 

100 13: 110 



1 



age eat gge teg agg gee get ttt ate egt teg aet ata eaa gtg geg 
Ser Pro Gly Ser Arg Ala Ala Phe lie Arg Ser Tnr He Gin Va 1 Ala 
115 120 125 



33 4 



aa: tat tae ttt gat gga get gae ttq gat tgg gaa tat eet gaa 
Arg Asn Tyr Tyr Phe Asp Gly Ala Asp Leu Asp Trp Gla Tyr Pro Glu 
130 135 140 



4 32 



aee :aa aee gat atg aaz aa: ttt gga 
Thr Gin Thr Asp Met As- Asn Phe 3.1 y 



145 



1 5 0 



gae gag tgg egt 
Asp Gla Trp Arg 
1 60 



4 r 0 



gtg geg gte aae aat gaa gee aea tea aet ggt aa: 



:a>a eat ett 



Val Ala Val Asn Asn Gla Ala Thr Ser Thr Gly Lys Pre Arg 
1 o c 17 0 



17 Z 



:tt tea gee gee aet egt :at gag eea gaa gtt aga gae aat gga get 
.aa Ser Ala Ala Thr Arg His Gla ?r-: Gla Val Arg Asp Asn Gly Val 



1:5 0 



13' 



190 



gea aag tat eea gtg gea tee ata aat aag aat ttg gat ggg ata aat 
Ala Lys Tyr Pro Val Ala Ser He Asn Lys Asn Leu Asp Sly lie Asn 



19 ; 



:0D 



gea atg tgt tat gat tat :ac ggg :ca tgg aet eeg gat gea 



Ala Met 
2 1 0 



- S'J? 

Gys Tyr Asp Tyr His Gly Pro Trp Tnr Pro Asp- Ala Thr Gly 



21 c 



? ' a 



gee eea gee geg 



tat aat aea aat gge agt ett age aee, agt aae 



Ala Pre Ala Ala Leu Tyr Asn Pro Asn Gly Ser 



2 30 



5er Tnr Ser Asn 
240 



/ LU 



ggg eta 



tea tag ate age .get ggg ate eaa agg 



aag ttg gtg 



;iy Leu Gin Ser Trp lie Ser Ala Oly He Gin Arg Gin Lys Leu Val 



24' 



25: 



atg gga atg eea tta tat ggt tgg aea tgg aaa e^. a aag aat e: 
Met Gly Met Pre- Leu Tyr Gly Trp Tnr Trp Lys Lou Lys Asn Pr 
2 00 2 6: 2 70 



gta aat ggt aat ggg get 



get geg ggt ata gaa eeg ggt aat gag 



Val Asn Gly lie Gly Ala Pro Ala Ala Gly lie Gly Pre Ol.y Asn G.u 
27: 2 3: 2 • z 



gga gaa atg ett 
31y Ala Met Leu 
2 90 



tar tea gaa gtg aaa ea>; 



a a : gae z a a 



Tyr Ser Glu Val 31n Gin Pne A.-uu Ala Oln Asn Asn 
2 55 3-0 



gee agg gtg gtt ta: gaa aaa aaa aea gta tet tat tat tot taa t :a 
Ala Arg Val Val Tyr Asp Tnr Gin Tnr Val Ser Tyr Tyr Ser Tyr Ser 



30 5 



31< 



315 



2 0 



gga aag aet tgg att gga tat gaa: gat gtt aat tea gta aag aga aag 
31y Thr Thr Trp IOe Gly Tyr Asp Asp Val Asn Ser Val Sin Arg Lys 



32 ^ 



335 



10U 5 



2 



gta oaa tat gea aaa tea ctt aa: ata gga gga tat ttc ttt tgg aca 1056 
Val. Gin Tyr Ala Lys 3er Leu As.n lie Gly 31y Tyr Phe Phe Trp Thr 
340 34 0 350 

gee gte ggc gat eaa gat tgg aaa ate teg rga eta get teg eag aea 1104 
Ala Val Gly Asp Gin Asp Trp Lys lie Ser Arc leu Ala Ser Gin Thr 
305 3nJ 3*55 

tgg act get t gaaaateaat ggaggacaau tgaaecagag gagtgaaatt 1154 
Trp Thr Ala 
370 

aaataaaaag attatgttta r.tgtgtgtat teatgtcttt taataaatat teeagtttgc 1214 
ttgtaaagtt taataaataa :a:a:aac:a gatgtgttaa aaaaaaaaaa aaa a aaa 12 71 

<210 > 2 
<21H 371 
<212-- ?RT 

<213'- Kelianthus annuus 
<4 00> 2 

Met Glu Phe Leu Lys Ala Pro Thr Leu Leu Leu Val He Phe Ser Leu 

1 5 10 15 

Ala He Cys Ser Pro He Ser Ala Gin Asn Lys Gly Gly Tyr Trp Pro 

2 0 25 30 

Ser Trp Ala Gin Asp Phe Leu Pro Pr: Ser Asn He Gin Thr Ala Tyr 

3 5 4 0 4 5 

Phe Thr His Val Tyr Tyr Ala Phe Leu Ser Pro Asn Asn Val Thr Phe 

5 0 55 6 0 

Gin Phe Asp Val His Arg Thr Thr Ala Ser Ala Leu Asn Ser Phe Asn 
05 7 0 7 : 3 0 

Thr Ala Leu His Gly Lys Asn Pro Pro Val Lys Tnr Leu Pne Ser He 

3 5 00 95 

Gly Gly Gly Ser Ala Gly Val Lys Gin Leu Pne Ser Lys Leu Ala Ser 

100 10 5 110 

Ser Pr.:- Gly Ser Arg Ala Ala Phe He Arg Ser Tnr He Gin Val Ala 

115 HO 11: 

Arg Asn Tyr Tyr Phe Asp Gly A.l a Asp Leu Asp* Trp Glu Tyr Pro Glu 

130 135 14 0 

Thr Gin Thr Asp Met Asn Asn Phe Gly Leu Leu L-u Asp Glu Trp Arg 
145 ' 150 1:5 100 

Val Ala Val Asn Asn Glu Ala Thr Ser Thr Gly Lys Pre Arg Leu Leu 

165 17 0 17 5 

Leu Ser A.l a Ala Thr Arg His Glu Pr-: Glu Val Arg Asp Asn Gly Val 

10 0 18 5 100 

Ala Lys Tyr Pro Val A.l a Ser He Asr, Lys Asn Leu Asp Gly He Asn 

H5 2 0 1 21: 

Ala Met Cys Tyr Asp Tyr His Gly Pr : Trp Tnr Pro Asp Ala Tnr Gly 

2 10 21= 22C 

A^a Pro Ala Ala Leu Tyr Asn Pre. Asn Gly Ser Leu Ser Thr Ser Asn 
225 2j.O 2 35 24 0 

Gly Leu Gin Ser Trp lie Ser Ala Gly lie Gin Arg Gin Lys Leu Val 

2 4: 2 : J 25: 

Met Gly Met Pro Leu Tyr Gly Trp Thr- Trp Lys Leu Lys Asn Pre Ser 

2 00 2 65 27 0 

Val Asn Gly He Gly Ala Pro Ala Ala Oly He Gly Pro Gly Asn Glu 



275 280 285 

Gly Ala Met Leu Tyr Ser Glu Val Gin Gin Phe Asn Ala Gin Asn Asn 

290 295 300 

Ala Arg Val Val Tyr Asp Thr Gin Thr Val Ser Tyr Tyr Ser Tyr Ser 
305 315 315 320 

Glv Thr Thr Trp He Gly Tyr Asp Asp Val Asn Ser Val Gin Arg Lys 

325 330 335 

Val Gin Tyr ALa Lys Ser Leu Asn Tie Gly Gly Tyr Phe Phe Trp Thr 

340 34: 350 

Ala Val Gly Asp Gin Asp Trp Lys lie Ser Arg Leu Ala Ser Gin Thr 

3 55 * 3-5 0 365 

Trp Thr Ala 
37 0 



<:210> 3 

<21. 1> 475 

<• 2 1 2 > DNA 

<.:213> Heliantnus annuus 

< 2 2 0 > 

<V:21> GD3 

<222> (34) . . . (325) 

<4 00> 3 

aacctctcta accactcctt aatcccctcc aaa atg aag gca ccc acc atg ate 54 

Met Lys Ala Pro Thr Met lie 
1 5 

tgc tec ::tg gtt gca gtt att gca gee atg atg ?tc ttt atg ggc caa 102 
Gys Phe Leu Val Ala Val lie Ala Ala Met Met Val Phe Met Gly Gin 
10 15 2 0 

etc cc: gca gec act g:: gtg act tgc aa: tac atg gag etc gtg cca 150 
Leu Pro Ala ALa Thr ALa Val Thr Cys Asn Tyr Met Glu Leu Val Pro 
2 5 30 3 5 

tgt get ggt gtg ate t za teg cc: :ac ccc cca teg ?ge tea tgc tgc 1'^: 
Cys Ala Gly Ala lie Ser Ser Ser Gin Pre. Pro Ser Gly Ser Gys Cys 
4 0 4 5 51 :5 

a gt aag gta agg gag cag agg cc? tgc ttc tec gga tac etc eg? an: 24 0 

Ser Lys Val Arq Glu Gin Arg Pre Cys Pne Gys 3Ly Tyr Leu Ar j Asn 

oO 6: 7 0 



cog age etc cgt cag ttt gtc age cca get gca gee cag aag att get 
Pro Ser Leu Arg Gin Pne Val Ser Pro Ma Ala ALa 3 In Lys lie Ala 
7 5 3 0 3 5 



2 04 



age cag tgt gga gtt agt att cca cag tgc t agaaataatg ttttggtttc 345 
Ser Gin Gys GLy Val Ser lie Pre* Gin Gys 

9 0 9 5. 

aacttatgat aatatcagat attggaatat tgtgaaataa agtgtgacat gcaactcatc 405 
tactgatgta aggtgtttgt ttgtgttgtt aatgaaacaa aggtagttcjg tggtgtjcaa 405 
aaaaaaaaaa 4 7 

4 



•:210 > 4 
Hll. 97 
•-jil 1 .' PRT 

*:213' Helianthus annuus 
<4 00> 4 

Mot Lys Ala Pro Tnr Met He Cys Phe Leu Val Ala Val He Ala Ala 

5 10 15 

Mot Met Val Phe Met 31y Gin Leu Pr:> Ala Ala Thr Ala Val Thr Cys 

20 25 30 

Asn Tyr Met Glu Leu Val Pro Cys Ala GLy Ala He Ser Ser Ser Gin 

35 4 0 4 5 

Pro Pro Ser Gly Ser Cys Cys Ser Lys Val Arg Glu Gin Arg Pro Cys 

Phe Cys Gly Tyr Leu Arg Asn Pro Ser Leu Arg Gin Phe Val Ser Pro 

^ 7 0 7 5 3 0 

Ala Ala Ala Gin Lys lie Ala Ser Gin Cys Gly Val Ser He Pro Gin 

3 5 90 95 



vH,;^ 5 
vjll > -4 3 
•HH > DNA 

<2 1 .3 > He lianthus annuus 



egt 


Z Jt 1 


teg 


ettgeagggg 


gat a a a a gat 


a a 


tat eat ga 


tea eeattea 


t ea e geetaa 




aattoet 


eet 


ottagteaat 


tgtga at att 


tt 


gta att at 


t gtgtagaet 


ataa otgtta 


12' 


tgt 


:ttt 


gea 


tat atttctc 


ettgt aatta 




ettgtatt 


ecagtatat a 


atgat ateaa 


13' 


a ae 


t oto 


taa 


teaagcagag 


agagt teeet 


3 = 


attacate 


aeegetgeea 


ttttagteea 




eta 


agtt 


a a e 


tteateeatt 


aattttgtta 


a ? 


gtgaaagg 


a aatteggte 


attttetatg 






iaat 


tge 


eettgtagtt 


ea eaa aatta 




t a t a a a a e 


eac egaatt g 


eegttetegt 


J- k< ' 


tia 


:aga 


a a a 


aat gaa: gaa 


gtt aa cccag 




gaetaa a a 


tggeaaegat 


gaaa z eat 1 1 


4 2' 


tgg 


■itcc 


aea 


ggcgaaa aat 


gaaaettttg 




etaaaetg 


gegaa a a ata 


aaa :ttttgg 


4 3 ■. 




h a a z 


ta z 


atg aae: aaa 


atggetttta 


ac 


t a a a 1 1 1 1 


aat a a "gtt 


ttaattttat 


r -, e i 




7*ga 


aaa 


taaact: ta e 


aaaaa geat z 


1- 


ttgtet at 


tttat aaaga 


ttaaagttae 




1 1 g 


za Z'Z 




aaac at 3 tgt 


ta eta gat ga 


at 


raagagte 


at gtaeaaet 


etat gtttag 


i \ 


ata 


aggt 


tae 


tagatgaata 


tgagt tagt z 


at 


etat a agt 


et ataet tag 


a aagt tcaaa 




gto 


a a t '.7 


att 


tgtatt gaat 


aetgt ttgta 


gt tga att ea 


taaaagettt 


gaat a etgtt 




"gt 


agtt 


gaa 


tteataa aag 


ct ega gt ata 


a g 


aga teatg 


ggatteoteg 


agt a tt a eaa 


3 4' 


e a e 


a ::ga 


tg 

















:10 
:l 1 

:i 



;03 9 
d:ja 

H e L 1 a n t n u s 



annuus 



•:4 00 - 6 

atojta:tae ^teaaaettt atetaattea t^aaeaeaae ggaggtttgg ttatatttgt 

ttggteeate eaaaagifaea aaaatgeact ::at:::aa: aaaaaaaaaa aaaaaaaaaa 

etaagttagt gatttggatg aaaatgaraa a^aaaagga- aaaaatgeae ttcatettaa 

eaaaaaaaaa aetgagttag taatttggat gaaaacgaea aaaaaagaea aae^tgaaag 

attcaaatgc a:aaaaaaat tattttggat gaaacaegea tatatgatea aac::aagag 

5 



J 'J U 





acgat t ttaa 
agagacatat 
aaaccacagc 
ct a ca a a egg 
■aacta:tttc 
aa tctaccat 
accggaccat 
cctctaatgt 
accagaactt 
attttatttt 
atgcgttata 
cacctagatt 
1 t taaaccac 
t ccaaaatg 



tatttt act c 
gccaaacct a 
tataatttat 
taacaacaag 
taactacttt 
atgtgatggg 
cagccacttg 
ttcggttaga 
t tagtcaaac 
tattattttt 
tgtagatata 
tgaattctca 
caccactaca 




3 60 
420 
430 
54 0 
6 0 0 
660 
V 2 0 
7:0 
84 0 
90 0 
9*:"0 
1020 
10&0 
108 9 



<21i> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<4 00> 7 
ggtactccac 

<210> 8 
<211> 10 
<212> DNA 

<2:3> Artificial Sequence 

< 2 2 0 > 

<22 3> Oligonucleotide primer 

<4 00> 3 
gaecget tgt 

<i:o> 9 

< 2 1 1 > 2 6 
^212> DNA 

-'2 13> Artificial Sequence 
- J 2:') > 

-■'223> Oligonucleotide primer 

< 4 0 0 > 9 

aaoacaaaca aacaccttac atcagt 

-■■21 (")■> 10 

*.2i:> 2 6 

<2 12v DNA 

■21 Artificial Sequence 

<12j> Oligonucleotide primer 



6 



< 4 0 :j > 10 

tccggctcgt atgttgtgtg gaattg 

-2L0> 11 
2:-- 

12. > d:ja 

1Ls> Artificial Sequence 



<223> Oligonucleotide primer 
<-1Ciu> n 

cacatgt :::: tcaactgt:a ccagggag 



Artificial Sequence 



<22 3> Oligonucleotide primer 
<4 0C> 12 

gcgavt-aagt tgggtaargc cagggt 



<2 12> on A 

<213> Artificial Sequence 



<121*> Oligonucleotide primer 
<<100> 13 

tccggctcgt atgttgtgtg gaattg 



:12:.- 21 JA 



artificial Sequence 



2^ Oligonucleotide primer 
4 02:- : 4 

'aaqcarc: atgtctgcga agctagtc 



212.- r.'IIA 

2;.;* Artificial Sequence 



'J^lv 22. ig :mucle :>t i de primer 
:4 0j * lv- 



gtaatacgac tractatagg gc 

•:210> 16 
vJi: > 19 
•:212> 21 1 A 

v j 1 3 > Artificial Sequence 



v22 3> Oligonucleotide primer 

aetata uqgc aegcgtggt 
<210- :v 
vji:> on a 

<213> Artificial Sequence 
<220> 

< 2 2 3 . * 0 1 i g on u c 1 e :> t i de primer 
<■! 00 1*7 

cagqgaqtt g geccataaag a c rat cat 
<210'-* 18 

< 2 12:- L'lJA 

<213o Artificial Sequence 



'iigc nucleotide pr imer 



gtaata ":gac tcactatagg gc 
< .": 1 2 1 ? 

<::]]:■ 

<:212"> DIJA 

*-'213> Artificial Sequence 



•■22 3:- Oligonucleotide primer 
aetata wgc acgcgtggt 



*212> LIIA 

• v 2 \ 3 * Artificial S e q a e n c e 
■'223- '3- l.igonucleot ide primer 

• i 30 • 2 j 

gggeget t at aggartacaa atggcaag 



